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ABSTRACT: The ﬂuctuations of three-dimensional molecular conformations of a
molecule in diﬀerent environments play critical roles in many important chemical and
biological processes. X-ray diﬀraction (XRD) techniques and nuclear magnetic resonance
(NMR) methods are routinely applied to monitor the molecular conformations in
condensed phases. However, some special requirements of the methods have prevented
them from exploring many molecular phenomena at the current stage. Here, we
introduce another method to resolve molecular conformations based on an ultrafast
MIR/T-Hz multiple-dimensional vibrational spectroscopic technique. The model
molecule (4′-methyl-2′-nitroacetanilide, MNA) is prepared in two of its crystalline
forms and liquid samples. Two polarized ultrafast infrared pulses are then used to
determine the cross-angles of vibrational transition moment directions by exciting one
vibrational band and detecting the induced response on another vibrational band of the
molecule. The vibrational cross-angles are then converted into molecular conformations
with the aid of calculations. The molecular conformations determined by the method are supported by X-ray diﬀraction and
molecular dynamics simulation results. The experimental results suggest that thermodynamic interactions with solvent molecules
are not altering the molecular conformations of MNA in the solutions to control their ultimate conformations in the crystals.
their special characteristics or general availability,10,11 e.g., the
relatively broad linewidths of solid-state NMR, the sensitivity to
molecular magnetic properties, and the relatively small X-ray
diﬀraction (XRD) cross-section of H atom.
Here, we discuss an approach using an ultrafast (≤10−12
second) nonlinear MIR/T-Hz (mid-infrared/tera-Hz) vibrational technique,12,13 which can potentially address some
systems that the two traditional tools at the current stage
may have diﬃculties with as a structural tool to determine
molecular conformations by measuring the relative directions of
transition moments of diﬀerent vibrational modes.12,13 In this
way, the cross-angle between the transition moment directions
of two vibrational bands can be experimentally determined
between 0° to 90° (if the angle is greater than 90°, its
supplement is determined).13−15 Because vibrational crossangles are extremely sensitive to the directionality of chemical
bonds in the molecule,16 which can be checked by ab initio
calculations, they can be translated into cross-angles among
chemical bonds. The 3D molecular conformation can then be
constructed based on the chemical bond cross-angles. In our
previous publications, we found some signs that the approach
can work in liquids and solids and on the surfaces of metal
nanoparticles.17,18 However, the method has not been
benchmarked with standard mature experimental techniques
because of the diﬃculties of applying the traditional techniques
to these situations. In this work, we ﬁrst use the structures of

1. INTRODUCTION
In condensed phases, noncovalent interactions, including
intramolecular forces between diﬀerent parts of a ﬂexible
molecule and intermolecular interactions, can often strain a
molecule into conformations that are not favorable for the
isolated molecule.
The ability to form such interconvertible strained conformations of a molecule in diﬀerent environments plays critical
roles in many important chemical and biological phenomena,
e.g., the selectivity of chemical reactions, protein foldings,
molecular recognitions, the fusion of biological membranes, and
the formation of polymorphs of pharmaceutical drugs.1−8 The
conformational ﬂuctuations of a molecule are caused by the
rotations of diﬀerent parts of the molecule about its single
bonds (σ bonds), e.g., C−C, C−O, and C−N single bonds.
One simple example is the interconversion of cis/trans
conformations of a disubstituted ethane molecule, which occurs
within tens of picoseconds (ps, 10−12 s) in a room temperature
liquid.9 In a more complex molecule there are many possible
conformations arising from internal rotation about several (or
many) single bonds similar to this cis/trans isomerization.
Tremendous eﬀorts have been devoted to develop tools to
monitor real time three-dimensional (3D) molecular conformations and structures seeking to understand the
correlations between molecular structures and functions at
diﬀerent time scales. Among many tools developed, X-ray
diﬀraction techniques and nuclear magnetic resonance (NMR)
methods are among the most successful ones. However, at the
current stage, some molecular structures and conformations are
diﬃcult to be resolved by the two methods because of some of
© 2013 American Chemical Society
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Density functional theory (DFT) calculations were used to
convert atomic coordinates (relative atomic orientations) into
vibrational coordinates (relative vibrational orientations). In
this work, the DFT calculations were carried out using
Gaussian09. The level and basis set used were Becke’s 3parameter hybrid functional combined with the Lee−Yang−
Parr correction functional, abbreviated as B3LYP, and 6-311+
+G(d,p). The transition dipole moment directions of molecules
in CCl4 solvent were calculated by using the conductor-like
polarizable continuum model (CPCM). To calculate the
vibrational cross-angles for each conformation, we ﬁxed the
two dihedral angles (∠CC/NO and ∠CC/NC) with preset
values, and the other degrees of freedom were optimized by the
calculations. In the samples, all torsion angles of two methyl
groups are signiﬁcantly populated, but in calculations based on
the energy minimum only one torsion angle is chosen for each
conformation. This can cause some uncertainty in Er (deﬁned
in eq 2). However, the uncertainty is negligible (only ∼0.1°)
because the 15 dihedral angles used are not sensitive to the
torsion angles of methyl groups and the methyl torsion angles
at the energy minima are very close to the average most
probable methyl torsion angles, see Figure S4, Supporting
Information. It is well-known that the transition dipole
directions of a vibrational mode at the H-bonded state and
the free state can be very diﬀerent. It seems that the calculated
directions from the H-bonded species should be used for
samples in which the molecules are H-bonded. This turns out
to be not true. The reason is that the experimental cross-peak
intensity is mainly from the local vibrational coupling. In other
words, the intramolecular coupling dominates over the
intermolecular interactions. As we have demonstrated, the
cross-peak intensity from the intramolecular coupling between
a combination band and the CN stretch of SCN− is much
stronger than that of the cross-peak between the OD stretch
and the CN stretch of SCN− in a KSCN/D2O solution where
SCN− is believed to form a strong H-bond with D2O.12
Therefore, using the calculated delocalized transition dipole
directions from a H-bonded species to analyze the experimental
results will cause a big error, as we have tested for the previous
systems.18 To avoid this problem, we ﬁrst optimized the
structure of a H-bonded molecule with a H-bonded partner,
and then calculated the vibrational transition dipole directions
of this molecule with the H-bonded structure but without the
H-bonded partner. In this way, the structure of the molecule is
H-bonded, but the transition dipole directions are localized
within the molecule because the H-bonded partner is not
involved in the direction calculations. In practice, we found that
results through this procedure are not signiﬁcantly diﬀerent
from those by directly calculating the isolated nonbonded
molecule, probably because the H-bond does not change the
molecular structure signiﬁcantly. In addition, as demonstrated,
the calculated transition dipole directions of relatively localized
modes with diﬀerent calculation levels are very similar.16
Force ﬁeld parameters for MNA, CCl4, and ethanol were
adapted from the general Amber force ﬁeld22 (GAFF) except
for partial charges and dihedrals of interest (CCNO and CCNC
in MNA). The partial charges were determined using the
restrained electrostatic potential (RESP) method23 at the
B3LYP/6-31G(d) level. Parameters for CCNO and CCNC
dihedrals in MNA were reﬁned so as to be able to accurately
reproduce the gas-phase potential energy surfaces of the two
dihedrals computed at the MP2/aug-cc-pVDZ level.24 The
TIP3P model for water25 was used.

two crystalline polymorphs of an organic molecule, 4′-methyl2′-nitroacetanilide (MNA), determined by XRD to benchmark
the method and then present its conformations in the melt
state and liquid solutions determined by this method. The
determined molecular conformations in liquids are then
compared to the results from molecular dynamics simulations.

2. EXPERIMENTS AND METHODS
As shown in Figure S1, Supporting Information, a ps ampliﬁer
and a fs ampliﬁer are synchronized with the same seed pulse
from an oscillator. The ps ampliﬁer pumps an OPA (optical
parametric ampliﬁer) to produce ∼0.8 ps (vary from 0.7−0.9 ps
in diﬀerent frequencies). Mid-IR pulses with a bandwidth 10−
35 cm−1 in a tunable frequency range from 400 to 4000 cm−1
with energy 1−40 μJ/pulse (1−10 μJ/pulse for 400 to 900
cm−1 and >10 μJ/pulse for higher frequencies) at 1 kHz. Light
from the fs ampliﬁer is used to generate a high-intensity mid-IR
and terahertz supercontinuum pulse. Speciﬁcally, the collimated
800 nm beam from the fs ampliﬁer is frequency-doubled by
passing through a Type-I 150 μm thick BBO crystal cut at 29.2°
to generate a 400 nm pulse. A dual wave plate is used to tune
the relative polarizations of the 800 and 400 nm pulses, which
operates as a full-wave plate at 400 nm and a half-wave plate at
800 nm. Temporal walkoﬀ between two beams is compensated
by inserting a 2 mm thick BBO (cut at 55°) between the
doubling crystal and the wave plate, where the 800 and 400 nm
pulses propagate with orthogonal polarizations with diﬀerent
velocities in the delay plate.19,20 The supercontinuum pulse is
then generated by focusing the two copropagating beams on
air, with a pulse duration around 110 fs in the frequency range
from <20 to >3500 cm−1 at 1 kHz (Figure S1 in the Supporting
Information), and the shot to shot ﬂuctuation is less than 1% in
most of the spectral region.
In the nonlinear IR experiments, the ps IR pulse is the
excitation beam (the excitation power is adjusted based on
need, and the interaction spot varies from 100 to 500 μm).The
supercontinuum pulse is the detection beam, which is
frequency-resolved by a spectrograph (resolution is 1−3 cm−1
dependent on the frequency) yielding the detection axis of a
2D IR spectrum. Scanning the excitation frequency yields the
other axis of the spectrum. Two polarizers are added into the
detection beam path to selectively measure the parallel or
perpendicular polarized signal relative to the excitation beam.
The whole setup included frequency tuning is compute
controlled.
MNA was purchased from Aldrich, and its two crystal
polymorphs were prepared according to the literature.21 The
white form was produced by cooling a saturated MNA solution
in a water/ethanol mixture (1/3 volume ratio), and the yellow
crystal was grown from saturated MNA solutions in hexane or
CCl4. The crystals were mixed with KBr and compressed into
pellets for optical measurements. For the solution samples, the
MNA in aqueous ethanolic solvent was measured at 65 °C with
the concentration about 2 M (supersaturated, cooled down
from the saturated solution at 70 °C), and CCl4 solutions were
measured at room temperature (21 °C) with the concentration
about 0.3 M (saturated solution) and 0.01 M (dilute solution),
respectively. The melt form of MNA was measured at 100 °C
(the melting range for MNA is 91−96 °C). All the experiments
conducted at high temperature were achieved by a temperature
controller connected with separate heater and sample
thermocouples.
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Figure 1. Molecular conformations of MNA in (A) the white crystal and (B) in the yellow crystal. (C) Illustration of how the vibrational cross-angle
between two modes is experimentally determined. (D) Calculated vibrational cross-angle between the NO2 symmetric stretch and the CO stretch
of diﬀerent MNA conformations with various ∠CC/NO and ∠CC/NC dihedral angles. The z-axis (intensity) is the vibrational cross-angle θ. (E)
Calculated vibrational cross-angle between the NO2 stretch and the CO stretch of diﬀerent MNA conformations with various ∠CC/NC dihedral
angles with a ﬁxed ∠CC/NO = −40°. The results indicate that the correlation between one vibrational cross-angle and one bond dihedral angle is
not one-to-one.

will name these two molecules MNA-Y1 and MNA-Y2, each of
which contains two chiral images of equal amounts. In MNAY1, the dihedral angles ∠CC/NO and ∠CC/NC of one chiral
image are 13° and 161°, respectively, and −13° and −161°
(199°) for the other chiral image. In MNA-Y2, the dihedral
angles ∠CC/NO and ∠CC/NC are 19° and 147°, respectively,
for one chiral image, and −19° and −147° (213°) for the other
chiral image. The torsion angles of the two methyl groups are
undetermined by XRD at room temperature because each angle
is signiﬁcantly populated due to the low rotational barriers
(0.6−1.2 kcal/mol from calculations, in Figures S3 and S4 of
the Supporting Information. More discussions about the results
on this type of torsion angle by the vibrational cross-angle
method are also provided therein).
3.2. Determine MNA Molecular Conformations in the
White Crystal. To experimentally determine the dihedral
angles that deﬁne the relative orientations of the three planes in
MNA by the vibrational transition moment cross-angle method,
we ﬁrst measure the cross-angles among vibrational modes that
are sensitive to the changes of the dihedral angles ∠CC/NO
and ∠CC/NC. As illustrated in Figure 1C, a linearly polarized
IR pulse excites a vibrational mode (the NO2 stretch at 1362
cm−1). After a very short period of time (0.1−0.2 ps) before the
molecular rotation or conformational changes have occurred for
a substantial extent, another linearly polarized pulse of diﬀerent
frequencies detects a signal generated from the response of
another vibrational mode (the CO stretch) to the excitation
of the NO2 stretch. In general, the excitation of one vibrational
mode can lead to the vibrational frequency shift of another
mode because of the anharmonic coupling.30 The coupling
produces a cross-peak pair in the experimental results as
displayed in Figure 2B. In Figure 2B, the excitation frequency
ω1 = 1362 cm−1 is the NO2 symmetric stretch 0−1 transition
frequency, indicating that the cross-peak pair is from the NO2
excitation. The detection frequency (red peak) ω3 = 1672 cm−1

MD simulations for the MNA melt at 400 K (100 MNA); 0.3
M MNA in CCl4 at 298 K (20 MNA in 344 CCl4) and 2.0 M
MNA in water/ethanol (3:1 volume) at 338 K (20 MNA in the
mixture of 185 H2O and 171 CH3CH2OH) were carried out
using the LAMMPS package.26 The Nose−Hoover thermostat
and barostat were used to keep constant pressure of 1 bar and
constant temperature.27 After a proper equilibration, a
trajectory of 5 ns production run was used for the statistical
analysis of the two dihedrals of interest.

3. RESULTS AND DISCUSSION
3.1. Molecular Conformations of MNA in the White
and Yellow Crystals. MNA can form a white crystal from a
water/ethanol mixed solution and a yellow crystal from its
solutions in nonpolar solvents.28 The molecular conformations
in these two crystals have been characterized with XRD29 and
are displayed in Figure 1. The MNA conformations are
determined by the angles between three molecular planes: the
benzene plane, the nitro plane, and the amide plane. In the
crystals, the hydrogen of the amide group can either form one
hydrogen bond with one oxygen of the nitro group within the
same molecule or it can take part in a hydrogen bond between
two adjacent molecules. In the white crystal (MNA-W, Figure
1A), intermolecular H-bonds dominate, and the nitro and
amide planes are tilted from the benzene plane at very large
angles. This noncoplanar structure of MNA leads to the
coexistence of two chiral structures in equal amounts in the
crystal. The dihedral angle between the benzene plane and the
nitro plane ∠CC/NO of one chiral image is 43°, and that
between the benzene plane and the amide plane ∠CC/NC is
46°. For the other chirality, the dihedral angles are −43° and
−46° (314°). In the yellow crystal (Figure 1B), intramolecular
H-bonds dominate. The three planes are still noncoplanar but
with much smaller tilted angles. Two nonequivalent molecules
with slightly diﬀerent structures are present in the unit cell. We
8409
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Figure 2. (A) Multiple-mode 2D IR spectrum of a polycrystalline sample of the MNA white crystal at waiting time 0.2 ps with the detection beam
perpendicular to the excitation beam. The relative intensities of peaks are adjusted to be comparably visible by multiplying the raw data with
constants, which are listed in the Supporting Information. (B) Enlarged 2D-IR spectrum for the cross-peak pair between vs(NO2) (ω1) and v(CO)
(ω3), and (C) enlarged 2D-IR spectrum for the cross-peak pair between v(NH) (ω1) and v(CO) (ω3) frequency range. (D) A slice cut along ω1 =
1362 cm−1 of panel B with the polarization of the excitation both parallel (∥) and perpendicular (⊥) to the polarization of the detection beam. (E) A
slice cut along ω1 = 3260 cm−1 of panel C with the polarization of the excitation both parallel (∥) and perpendicular (⊥) to the polarization of the
detection beam. The solid lines denote Gaussian peak ﬁts. Because the vibrational cross-angles are diﬀerent, the relative intensities of the parallel and
perpendicular signals are very diﬀerent in panels D and E.

where I∥ and I⊥ are cross-peak intensities with parallel and
perpendicular excitation/detection polarizations, respectively. θ
is the transition dipole moment cross-angle between two
coupled modes. From both parallel and perpendicular measurements (Figure 2D) and eq 1, the vibrational cross-angle
between the NO2 stretch and the CO stretch is determined
to be 70° ± 2°.
It is important to note that the derivation of eq 1 requires
samples within the laser focus spot to be isotropic.12,13 The
cross-peaks used for the vibrational cross-angle analysis can
come from four origins: vibrational couplings, direct vibrational
energy transfers, the relaxation-induced heat eﬀects, and
chemical exchange.13 At very short waiting times before any
chemical transformations or rotations or intermolecular energy
(or heat) exchanges have occurred for a noticeable amount,

is the CO stretch 0−1 transition frequency, indicating that
the cross-peak pair is from the 0−1 transition frequency shift of
the CO stretch from 1672 (red peak) to 1655 cm−1 (blue
peak) caused by the NO2 excitation. The amplitudes of the
cross-peaks (Figure .2D) are dependent on the polarizations of
the exciting and detecting beams, and the cross-angle θ
between the transition dipole moment directions of the two
coupled modes. For a sample isotropically distributed within
the laser focus spot (diameter ≈ 150 μm), the vibration crossangle can be straightforwardly determined based on the
following relationship:13,31

I⊥
2 − cos2 θ
=
I
1 + 2 cos2 θ

(1)
8410
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Figure 3. Average diﬀerence Er between the experimental and calculated vibrational cross-angles of MNA conformations with diﬀerent ∠CC/NO
and ∠CC/NC dihedral angles for (A) MNA-W, (B) MNA-Y1, and (C) MNA-Y2. The z-axis is the amplitude of Er. The minimum Er values of each
MNA species are labeled with white boxes, which correspond to the most possible molecular conformations in the crystal, as depicted in the right
panels. The dihedral angles of red dots are determined by XRD.

cross-angles from the ﬁrst three origins (couplings, intramolecular energy transfers, and heat eﬀects) can be used to
analyze the vibrational cross-angles by applying eq 1.12 Crosspeaks because of chemical exchanges are typically from the
same vibrational modes of the same molecule under diﬀerent
situations. Their anisotropies reﬂect the structural changes of
the molecule in diﬀerent environments, not the cross-angle
between two coupled modes. Experimentally, the cross-peaks
from chemical exchanges can be easily distinguished from those
of the other three origins based on the molecular structures,
vibrational frequencies, and waiting times.13 Another issue of
the method is that there is always a temporal uncertainty about
100−200 fs. Some small molecules in environments with low
viscosities can rotate for some degrees within such a period,
which can cause some uncertainty in the vibrational cross-angle
determination. The uncertainty range can be estimated and
compensated by measuring the waiting time-dependent
anisotropies of both diagonal and cross-peaks of the same

molecule. One last issue is that the experimental uncertainty
across the entire vibrational cross-angle range (0−90°) is not
linearly distributed. At ∼45°, the uncertainly is relatively small,
and at ∼0° and 90°, the uncertainties are relatively large.13
Some weighing factors based on the diﬀerent uncertainties can
be added into the analysis to improve the accuracy of the ﬁnal
results.
The next step is to convert the measured vibrational crossangle into the chemical bond dihedral angles. As displayed in
Figure 1D, the calculated vibrational cross-angle θ between the
NO2 stretch and the CO stretch is very sensitive to the
changes of the two dihedral angles. With the change of the
dihedral angles from 0° to 360°, θ varies across the entire range
from 0° to 90°. However, the correspondence between the
bond dihedral angles and the vibrational cross-angle θ is not
one-to-one. Even with a ﬁxed ∠CC/NO = −40°, on average
about four ∠CC/NC angles give the same θ (Figure 1E). The
non-one-to-one correspondence suggests that, in order to
8411
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Figure 4. (A) Average diﬀerence Er between the experimental and calculated vibrational cross-angles of MNA conformations with diﬀerent ∠CC/
NO and ∠CC/NC dihedral angles for the four liquid samples. The z-axis is the amplitude of Er. (B) The MNA molecular conformation
corresponding to the dihedral angles of the Er minima in all four liquid samples. (C) Conformational distributions of liquid samples 2−4 from MD
simulations. The z-axis is the relative population of each conformation with a pair of ∠CC/NC and ∠CC/NO dihedral angles as the x- and y-axis.
m

obtain a single value for any bond dihedral angle, a
suﬃciently large number of vibrational cross-angles of
which the dihedral-angle dependences are diﬀerent from
each other must be simultaneously measured. We therefore
scanned the vibrational cross-angles among modes of
frequencies from 1200 to 3400 cm−1. The spectral data are
plotted in Figure 2A. From the data, we select 15 cross-peak
pairs of vibrational modes, which have relatively little spectral
overlap and are associated with CH, NO2, CO, CC, and
NH stretches corresponding to 15 vibrational cross-angles that
have diﬀerent dihedral-angle dependences (the details of the 15
pairs of vibrational modes are provided in the Supporting
Information) to derive the dihedral angles ∠CC/NO and
∠CC/NC for the white crystal. The dihedral angles can be
obtained from the experimental vibrational cross-angles with
the aid of the equation

Er =

∑i = 1 |AiC − AiE |
m

(2)

where ACi is the calculated vibrational cross-angle of the ith pair
of normal modes of a molecular conformation with a pair values
(xi, yi) of dihedral angles (∠CC/NC, ∠CC/NO). AEi is the
experimental vibrational cross-angle of the ith pair of normal
modes (detailed results are listed in Table S3, Supporting
Information), and m is the number of pairs. The dihedral angle
values (xm, ym) of the conformation, which gives the smallest Er,
are the most probable angles determined by the method.
We calculated the 15 vibrational cross-angles for each of 648
MNA conformations, which are constructed by varying the
dihedral angle ∠CC/NC from 0° to 350° and ∠CC/NO from
−80° to 90° (because of the symmetry of the nitro group, a
variation range of 180° is suﬃcient) for every 10°. The 15
calculated vibrational cross-angles from each of the conformations are compared to the experimental results. The average
8412
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diﬀerence Er deﬁned by eq 2 between the calculated and
experimental vibrational cross-angles versus the two dihedral
angles is plotted in Figure 3A. Two global minima of Er at the
dihedral angles (∠CC/NC, ∠CC/NO) around (50°, 40°) and
(310°, −40°) are clearly visible. The molecular conformations
with dihedral angles in these two minima are the most probable
conformations in the white crystal, depicted in the right panel
of Figure 3A. The dihedral angles determined from the
vibrational transition moment cross-angle method are very
close to those ((46°, 43°) and (314°, −43°)) determined by
XRD (red dots in Figure .3A).
Diﬀerent from the vibrational cross-angle method demonstrated here, no clear correlation between the vibrational
frequencies and molecular conformations can be found by using
eq 2 to obtain the average diﬀerence Ers for calculated and
experimental vibrational frequencies. Results are displayed in
Figure S19 in the Supporting Information.
3.3. Determine MNA Molecular Conformations in the
Yellow Crystal. The yellow crystal is the mixture of two
diﬀerent species MNA-Y1 and MNA-Y2. Following the method
described above for the white crystal to analyze the yellow
crystal gives only the average of MNA-Y1 and MNA-Y2. A
diﬀerent approach is needed to resolve the individual
conformation of these two species in the same sample. The
NH stretch frequency (3360 cm−1) and the CO stretch
frequency (1709 cm−1) of MNA-Y1 are diﬀerent from those
(3383 and 1720 cm−1) of MNA-Y2 (FTIR spectra are displayed
in the Supporting Information). Because of the frequency
diﬀerences and the fact that the cross-peaks are mainly
contributed from the intramolecular vibrational coupling,12
the vibrational cross-angles associated with these two vibrational modes can be unambiguously assigned to either MNA-Y1
or MNA-Y2. These vibrational cross-angles can then be used to
determine the individual conformations of MNA-Y1 and MNAY2. Following this strategy, for each species, eight vibrational
cross-angles associated with either the NH stretch or the CO
stretch in addition to four other cross-angles (the details of
these modes are listed in the Supporting Information) were
selected to analyze the conformations of these two species. The
average diﬀerence Er between these experimental vibrational
cross-angles and the calculated cross-angles vs the dihedral
angles is plotted in Figure 3B for MNA-Y1 and Figure 3C for
MNA-Y2. For MNA-Y1, the dihedral angles (∠CC/NC, ∠CC/
NO) determined from Figure 3B are (150°, 20°) and (210°,
−20°), and those for MNA-Y2 from Figure 3C are (160°, 30°)
and (200°, −30°). Similar to the case of the white crystal, these
results are also very close to the structures determined by XRD
(red dots in Figure 3B,C). The diﬀerence in the dihedral angles
determined by the two methods is about 10−20°.
3.4. Molecular Conformations of MNA in Liquids. As
described above, the MNA molecular conformations are highly
diﬀerent in the white and yellow crystals grown from solutions
of diﬀerent solvents. A fundamental question associated with
the formation of polymorphs is how the solvent molecules
function in solutions to control the ultimate molecular
conformations in crystals: through changing the equilibrium
molecular conformations of the solute or modifying the kinetic
process of crystallization to selectively facilitate the formation of
nuclei for one polymorph or both.33 To explore this issue, we
applied the vibrational cross-angle method to investigate the
molecular conformations of MNA in four liquids: sample 1 is a
dilute MNA solution in CCl4 (0.01 M at room temperature), of
which the intramolecular H-bond between the nitro group and

the amide group is much stronger than the solute/solvent
interaction; sample 2 is MNA in the melt state at 100 °C
(above the melting points of both crystals), of which both
intramolecular and intermolecular H-bonds between the nitro
group and the amide group coexist; sample 3 is a supersaturated MNA solution in which no visible particles can be
found in a water/ethanol (1/3 volume ratio) mixture (∼2 M at
65 °C, cooled down from the saturated solution at 70 °C), from
which the white crystal is grown; and sample 4 is a saturated
MNA solution in CCl4 (0.3 M at room temperature), from
which the yellow crystal is grown.
The average diﬀerence Ers between the experimental and
calculated vibrational cross-angles of MNA conformations with
diﬀerent ∠CC/NO and ∠CC/NC dihedral angles for the four
liquid samples are displayed in Figure 4A. The z-axis of the
plots is the amplitude of Er. The results of the four liquids in
Figure 4A are very similar: the most probable conformations of
MNA in the liquids have a broad distribution centered around
the coplanar structure of which the dihedral angles are (180°,
0°). The liquid conformations are illustrated in Figure 4B. MD
simulations on samples 2−4 give similar results. As displayed in
Figure 4C, more than 50% of the conformations of MNA in the
three liquids are conformations with the dihedral angles tilted
less than 30° from the coplanar structure. The conformations in
the liquids are diﬀerent from those in either crystal. The results
show that even in the supersaturated state, the dominant
molecular conformations in the solution from which a crystal is
grown is very diﬀerent from those in the crystal and that
molecular conformations are very similar in the diﬀerent
solutions with diﬀerent solvents from which diﬀerent
polymorphs are grown. The experiments suggest that the
solvent molecules are not through thermodynamically altering
the molecular conformations of MNA but probably through
modifying the kinetic process of crystallization to control its
ultimate molecular conformations in the crystals.

4. CONCLUDING REMARKS
In summary, we demonstrate that the relative directions of
vibrational transition dipole moments can be utilized to
determine molecular conformations, providing a molecular
structural tool with a temporal resolution 6 orders of magnitude
faster than that of NMR. Because of the relative ease of
manipulating the laser beams, the ﬂexibility of the sample state
(the sample can be crystalline or amorphous powders or single
crystals, gels, liquids, or very dense gases), the requirement of
relatively small amount of sample (∼10−8 g for organic
molecules like MNA), and especially the ultrafast temporal
resolution, the method will be relevant to many ﬁelds where
static or fast ﬂuctuating molecular structures and conformations
are important, e.g., heterogeneous catalysis, nonaqueous
electrolytes in energy storage devices,34 organic solar cells,
and biomembranes. With the extension of laser frequency to
the far IR region, the improvement of the calculation strategy,
and the accumulation of database for local versus delocalized
vibrational couplings to address the spectral overlap problem,
the method is expected to be able to resolve conformations of
molecules much larger than MNA demonstrated here.
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